Supplementary material
Supplementary Tables   Table S1 . Illustrated the multivariable survival analysis results of miRNAs. Table S2 . Illustrated the multivariable survival analysis results of these prognostic miRNAs targeted genes. Table S3 . Showed the GSEA results of c2 (c2.all.v6.1. symbols) reference gene sets for higher risk groups in those patients who are suffering from STAD. Table S4 . Showed the GSEA results of c5 (c5.all.v6.1.symbols) reference gene sets for higher risk groups in those patients suffering from STAD. Figure S1 . Directed acyclic graph of miRNA-targeted gene that generated by BiNGO. Figure S1 . Directed acyclic graph of miRNA-targeted gene that generated by BiNGO. TIRAP  DDC  MYLIP  PDGFD  FZD7  LIPA  VGLL4   GXYLT1  AFAP1  DLC1  MEST  CYGB  FAM45A  CBFB  LAMC1  IRF2BP2  FSCN1  CTNNBIP1  TSR1  NHLRC3  FLI1  DDIT4   TMEM127  MLEC  NUP54  CD164  MTA3  RRP12   C11orf9  ERG   C5orf24  FOXC1   TMEM9B  EIF5A2  C5orf38  NUP62   IRS1  LINGO2  DDX39B  QSER1  SERPINE1  DDT  ARL6IP5  SMAD5  HNRNPA2B1  RREB1  ENSG00000249209   LRRC2  NPM1  ZNF445   SHISA9  HSPA5  ATP5O  ANGPT2  UBR7  ATP5C1  C8orf33  UBE2Z   PAPOLG   CALM2  SGK1  ZNF281  RAD23B  ATP5D  ADAM17  MEMO1  ADD3  ATP5A1  PRDM2  MYO5A   RPS6KB1  MDM2  CNBP  NEURL1B  ATP5H  BLMH  KIAA0317  ZMAT3   ACTB  YY1  ATP5B   ZBTB37  PPP3CB  MAP3K3  PARP8  KPNA2  CLINT1  ADSS  MTCH1  ZNF644  MYO6  MARCKS   PPP2R5E  GDE1  SERINC5  ZNF238  RAC1  PHF13  PLAGL2  AP1G1  NIN  PSAT1  TPM3  ZBTB47  CBX4  RBM41  PHACTR2  KCTD15  PPP3CA  PTP4A2  ZNF606   NRAS   IVNS1ABP  OCRL  NEDD9  DUSP6  SMAD3  KIF21A  LRP6  PCDH11X  NUFIP2   ITGB8  ZFP36L1  BNIP3  CTTN  ZFYVE9  TWIST1  MOB1B  KLF5  TGFBR2  SRGAP1  MFAP3   TP53INP1   FAM108C1  ABRACL  KLHL15   CEP19   RNF41   TENM3  ARF6  C6orf106 ANKRD28 RTKN
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Protein homology Figure S2 . Protein-protein interaction networks of miRNA-targeted gene that generated by SRTING. Figure S2 . Protein-protein interaction networks of miRNA-targeted gene that generated by SRTING. Pathway Co-expression Figure S3 . Gene-gene interaction networks of miRNA-targeted gene that generated by GeneMANIA.
